Structure description
Benzodiazepine derivatives are widely used as anticonvulsants, antidepressives, sedatives and analgesics (Schultz et al., 1982; Olkkola et al., 2008) . In addition, they are used as medicinal agents in the treatment of central nervous system (CNS) disturbances (Stefancich et al., 1992) . They also exhibit antitumor and antineoplastic activities (Werner et al., 1990) . As part of our ongoing studies in this area (Sebhaoui et al., 2016 (Sebhaoui et al., , 2017 we now describe the synthesis and crystal structure of a monoclinic modification of the title compound to complement the known triclinic polymorph (Samba et al., 2016) .
The dihedral angle between the mean planes of the C1-C6 and C11-C16 rings is 79. 02 (5) . A puckering analysis of the seven-membered ring gave the parameters Q(2) = 0.866 (1) Å , Q(3) = 0.230 (1) Å , '(2) = 210.27 (7) and '(3) = 311.2 (2) . The orientation of the oxopropylidene substituent is largely determined by the intramolecular N2-H2AÁ Á ÁO2 hydrogen bond (Table 1 and Fig. 1 ). In the crystal, C5-H5Á Á ÁO1
i and C10-H10AÁ Á ÁO1
i hydrogen bonds form zigzag chains aligned with the a/2 + c/2 diagonal of the ac face (Table 1 and Fig. 2 ). The chains have the benzyl substituents all protruding from data reports the same side and are joined into sheets lying parallel to (101) by complementary C2-H2Á Á Á(Cg2)
iii interactions (Table 1  and Figs. 2 and 3) .
While the various conformational parameters of the title compound are quite similar to those of the two independent molecules in the triclinic modification (Samba et al., 2016; CSD refcode AWUXUN) 206.93 (3) and '(3) = 303.3 (4) for molecule 1, while for molecule 2, the corresponding values are 0.814 (1) Å , 0.199 (1) Å , 207.66 (9) and 313.3 (4) , respectively), the crystal packing is distinctly different. In the triclinic form, complementary C-HÁ Á ÁO hydrogen bonds between centrosymmetrically related pairs of molecule 2 form weak dimers with each member of the pair making a weak C-HÁ Á ÁO hydrogen bond to a molecule 1. These entities then pack in rows extending parallel to the c-axis direction. Packing viewed along the a-axis direction with intermolecular interactions depicted as in Fig. 2 .
Figure 1
The title molecule with the labelling scheme and 50% probability ellipsoids. The intramolecular N-HÁ Á ÁO hydrogen bond is shown as a dashed line. Table 1 Hydrogen-bond geometry (Å , ).
Cg2 is the centroid of the C11-C16 benzene ring. Synthesis and crystallization (4Z)-4-(2-Oxopropylidene)-1,5-benzodiazepin-2-one (0.01 mol) and potassium carbonate K 2 CO 3 (0.02 mol) were dissolved in DMF, then benzylbromide (0.02 mol) and tetrabutylammonium bromide as a phase-transfer catalyst (0.001 mol) were added. The reaction mixture was stirred at room temperature for 48 h. The residue obtained, after evaporation of solvent, was chromatographed on a silica gel column using a hexane/ethyl acetate 9:1 mixture as eluent. The solid obtained was crystallized from dichloromethane solution to afford as colourless blocks. The triclinic modification was crystallized from ethanol solution (Samba et al., 2016) .
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
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Special details
Experimental. The diffraction data were obtained from 3 sets of 400 frames, each of width 0.5° in ω, colllected at φ = 0.00, 90.00 and 180.00° and 2 sets of 800 frames, each of width 0.45° in φ, collected at ω = -30.00 and 210.00°. The scan time was 15 sec/frame. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Independent refinement of the hydrogens attached to C19 led to an unsatisfacory geometry so they were placed in calculated positions and included as riding contributions. Independent refinement of the H atoms attached to C19 led to an unsatisfacory geometry so they were placed in calculated positions and included as riding contributions. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

